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[bookmark: _GoBack]Directory: Data_sets_1_2_3.zip
	File name
	Type of data
	Reference person for additional information

	
	Accessions number
	Phenotype
	Genotype
	

	Jap_temp_230_accessions_3_phenotypes.txt
	230
	3; filed experiment France; 2015
	-
	Nourollah.ahmadi@cirad.fr

	Jap_temp_230_accessions_22691_SNP.txt
	230
	-
	22691 ; GBS
	Nourollah.ahmadi@cirad.fr

	Jap_trop_167_accessions_6_phenotypes.txt
	167
	6 ; Growth chamber, France; 2013
	
	Brigitte.courtois@cirad.fr

	Jap_trop_167_accessions_16444_SNP.txt
	167
	-
	16444 ; GBS
	Brigitte.courtois@cirad.fr

	Jap_trop_188_accessions_6_phenotypes.txt
	188
	6; filed experiment Madagascar; 2015
	-
	Nourollah.ahmadi@cirad.fr

	Jap_trop_188_accessions_ 38390.txt
	188
	-
	38390; GBS
	Nourollah.ahmadi@cirad.fr

	Re_write_data.R
	
	
	
	



Jap_temp: diversity panel composed of 300 temperate japonica rice accessions established by Cirad in the framework of Orytage project. 
Jap_trop: diversity panel composed of 200 tropical japonica rice accession established by Cirad in the framework of Orytage project
Mada_188: diversity panel composed of 190 japonica rice accessions established by Cirad in the framework of GS_Ruse project 
PH: Plant height (cm)
FL: Day to flowering (day)
AR: leaf arsenic content mg /kg-1 DW
NT: Number of Tillers
SB: Shoot Biomass
RL:  Maximum Root Length
NR: Number of Roots below 30 cm
DR: Deep Root Biomass
RS: Root/Shoot Biomass Ratio
FE: Spikelet fertility rate;
NS: Number of grain par Panicle
NP: Number of seed panicle /m²
SY: Straw yield kg/ha



Directory:  Prediction_accuracies_data_sets_1_2_3.rar
	Subdirectory name
	Type of data
	Reference person for additional information

	
	Files
	Prediction results
	Number data
	

	JAP_TEMP_230
	GBLUP_matrix_accuracies_JAP_TEMP_230
	Accuracy
	300
	jacquin.julien@gmail.com

	
	GBLUP_mean_sd_accuracies_JAP_TEMP_230
	mean_sd
	6
	jacquin.julien@gmail.com

	
	GBLUP_mean_sd_var_ratios_JAP_TEMP_230
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	GBLUP_var_ratios_JAP_TEMP_230
	var_ratios
	300
	jacquin.julien@gmail.com

	
	KSVR_matrix_accuracies_JAP_TEMP_230
	Accuracy
	300
	jacquin.julien@gmail.com

	
	KSVR_mean_sd_accuracies_JAP_TEMP_230
	mean_sd
	6
	jacquin.julien@gmail.com

	
	KSVR_mean_sd_var_ratios_JAP_TEMP_230
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	KSVR_var_ratios_JAP_TEMP_230
	var_ratios
	300
	jacquin.julien@gmail.com

	
	LASSO_matrix_accuracies_JAP_TEMP_230
	Accuracy
	300
	jacquin.julien@gmail.com

	
	LASSO_mean_sd_accuracies_JAP_TEMP_230
	mean_sd
	6
	jacquin.julien@gmail.com

	
	LASSO_mean_sd_var_ratios_JAP_TEMP_230
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	LASSO_var_ratios_JAP_TEMP_230
	var_ratios
	300
	jacquin.julien@gmail.com

	
	RKHS_matrix_accuracies_JAP_TEMP_230
	Accuracy
	300
	jacquin.julien@gmail.com

	
	RKHS_mean_sd_accuracies_JAP_TEMP_230
	mean_sd
	6
	jacquin.julien@gmail.com

	
	RKHS_mean_sd_var_ratios_JAP_TEMP_230
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	RKHS_var_ratios_JAP_TEMP_230
	var_ratios
	300
	jacquin.julien@gmail.com

	JAP_TROP_167
	GBLUP_matrix_accuracies_JAP_TROP_167
	Accuracy
	300
	jacquin.julien@gmail.com

	
	GBLUP_mean_sd_accuracies_JAP_TROP_167
	mean_sd
	6
	jacquin.julien@gmail.com

	
	GBLUP_mean_sd_var_ratios_JAP_TROP_167
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	GBLUP_var_ratios_JAP_TROP_167
	var_ratios
	300
	jacquin.julien@gmail.com

	
	KSVR_matrix_accuracies_JAP_TROP_167
	Accuracy
	300
	jacquin.julien@gmail.com

	
	KSVR_mean_sd_accuracies_JAP_TROP_167
	mean_sd
	6
	jacquin.julien@gmail.com

	
	KSVR_mean_sd_var_ratios_JAP_TROP_167
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	KSVR_var_ratios_JAP_TROP_167
	var_ratios
	300
	jacquin.julien@gmail.com

	
	LASSO_matrix_accuracies_JAP_TROP_167
	Accuracy
	300
	jacquin.julien@gmail.com

	
	LASSO_mean_sd_accuracies_JAP_TROP_167
	mean_sd
	6
	jacquin.julien@gmail.com

	
	LASSO_mean_sd_var_ratios_JAP_TROP_167
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	LASSO_var_ratios_JAP_TROP_167
	var_ratios
	300
	jacquin.julien@gmail.com

	
	RKHS_matrix_accuracies_JAP_TROP_167
	Accuracy
	300
	jacquin.julien@gmail.com

	
	RKHS_mean_sd_accuracies_JAP_TROP_167
	mean_sd
	6
	jacquin.julien@gmail.com

	
	RKHS_mean_sd_var_ratios_JAP_TROP_167
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	RKHS_var_ratios_JAP_TROP_167
	var_ratios
	300
	jacquin.julien@gmail.com

	JAP_TROP_188
	GBLUP_matrix_accuracies_JAP_TROP_188
	Accuracy
	300
	jacquin.julien@gmail.com

	
	GBLUP_mean_sd_accuracies_JAP_TROP_188
	mean_sd
	6
	jacquin.julien@gmail.com

	
	GBLUP_mean_sd_var_ratios_JAP_TROP_188
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	GBLUP_var_ratios_JAP_TROP_188
	var_ratios
	300
	jacquin.julien@gmail.com

	
	KSVR_matrix_accuracies_JAP_TROP_188
	Accuracy
	300
	jacquin.julien@gmail.com

	
	KSVR_mean_sd_accuracies_JAP_TROP_188
	mean_sd
	6
	jacquin.julien@gmail.com

	
	KSVR_mean_sd_var_ratios_JAP_TROP_188
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	KSVR_var_ratios_JAP_TROP_188
	var_ratios
	300
	jacquin.julien@gmail.com

	
	LASSO_matrix_accuracies_JAP_TROP_188
	Accuracy
	300
	jacquin.julien@gmail.com

	
	LASSO_mean_sd_accuracies_JAP_TROP_188
	mean_sd
	6
	jacquin.julien@gmail.com

	
	LASSO_mean_sd_var_ratios_JAP_TROP_188
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	LASSO_var_ratios_JAP_TROP_188
	var_ratios
	300
	jacquin.julien@gmail.com

	
	RKHS_matrix_accuracies_JAP_TROP_188
	Accuracy
	300
	jacquin.julien@gmail.com

	
	RKHS_mean_sd_accuracies_JAP_TROP_188
	mean_sd
	6
	jacquin.julien@gmail.com

	
	RKHS_mean_sd_var_ratios_JAP_TROP_188
	mean_sd_var_ratios
	6
	jacquin.julien@gmail.com

	
	RKHS_var_ratios_JAP_TROP_188
	var_ratios
	300
	jacquin.julien@gmail.com






Directory: Prediction_accuracies_simulated_S0_population_data_sets.rar
	File 
	Content 
	Reference person for additional information

	RPA_FL_GW_MSD_S0_S1.pdf
	Graph of « Relative prediction accuracy”
	jacquin.julien@gmail.com

	RPA_FL_GW_MSD_S0_S4.pdf
	Graph of “Relative prediction accuracy”
	jacquin.julien@gmail.com

	RPA_HT_PW_MSD_S0_S1.pdf
	Graph of “Relative prediction accuracy »
	jacquin.julien@gmail.com

	RPA_HT_PW_MSD_S0_S4.pdf
	Graph of “Relative prediction accuracy”
	jacquin.julien@gmail.com

	TPA_FL_GW_MSD_S0_S1.pdf
	Graph of “True prediction accuracy”
	jacquin.julien@gmail.com

	TPA_FL_GW_MSD_S0_S4.pdf
	Graph of “True prediction accuracy »
	jacquin.julien@gmail.com

	TPA_HT_PW_MSD_S0_S1.pdf
	Graph of “True prediction accuracy”
	jacquin.julien@gmail.com

	TPA_HT_PW_MSD_S0_S4.pdf
	Graph of “True prediction accuracy”
	jacquin.julien@gmail.com




Directory : Kernel_Ridge_MM
	Subdirectory 
	Files
	Type data
	Reference person for additional information

	Data
	Phenotypes.txt
	167 accessions x 6 traits; Growth chamber; France; 2013
	Brigitte.courtois@cirad.fr

	
	SNP_markers.txt
	167 accessions x 16444 SNP; GBS
	Brigitte.courtois@cirad.fr

	Program
	EM_REML_MM.R
	R script
	jacquin.julien@gmail.com

	
	Get_genotypes.R
	R script
	jacquin.julien@gmail.com

	
	Get_phenotypes.R
	R script
	jacquin.julien@gmail.com

	
	Kernel_Ridge_MM.R
	R script
	jacquin.julien@gmail.com

	
	Predict_kernel_Ridge_MM.R
	R script
	jacquin.julien@gmail.com

	
	Tune_kernel_Ridge_MM.R
	R script
	jacquin.julien@gmail.com

	
	
	
	

	
	Examples_Kernel_Ridge_MM.R
	R script
	jacquin.julien@gmail.com

	
	READ_ME.txt
	Text
	jacquin.julien@gmail.com






Directory: Simulated_S0_populations_data_sets.rar
	Sub-directory
	Sub-Subdirectory
	data
	Reference person for additional information

	Population_breeding_scheme_outputs_MSD_S1
	S0_data
	Corrected_phenotypes_of_S0_inferred_from_S1
	jacquin.julien@gmail.com

	
	
	Corrected_phenotypes_of_S0_inferred_from_S2
	jacquin.julien@gmail.com

	
	
	Corrected_phenotypes_of_S0_inferred_from_S3
	jacquin.julien@gmail.com

	
	
	Corrected_phenotypes_of_S0_inferred_from_S4
	jacquin.julien@gmail.com

	
	
	Genotypes_S0
	jacquin.julien@gmail.com

	
	
	Index_of_selected_S0_in_P0
	jacquin.julien@gmail.com

	
	
	Phenotypes_S0
	jacquin.julien@gmail.com

	
	
	Total_genetic_values_S0
	jacquin.julien@gmail.com

	
	S1_data
	800 files containing the simulated phenotype of 8 S1 individual descendants of 800 S0, for four phenotypic traits
	jacquin.julien@gmail.com

	
	S2_data
	- 800 files containing the simulated phenotype of 8 S2 individual descendants of 800 S1, for four phenotypic traits
- 800 files containing the total genetic values of 8 individual S2 descendants from each of the 800 S1 
	jacquin.julien@gmail.com

	
	S3_data
	- 800 files containing the simulated phenotype of 8 S3 individual descendants of 800 S2, for four phenotypic traits
- 800 files containing the total genetic values of 8 individual S3 descendants from each of the 800 S2
	jacquin.julien@gmail.com

	
	S4_data
	- 800 files containing the simulated phenotype of 8 S4 individual descendants of 800 S3, for four phenotypic traits
- 800 files containing the total genetic values of 8 individual S4 descendants from each of the 800 S3
	jacquin.julien@gmail.com

	Population_breeding_scheme_outputs_MSD_S4
	S0_data
	Corrected_phenotypes_of_S0_inferred_from_S1
	jacquin.julien@gmail.com

	
	
	Corrected_phenotypes_of_S0_inferred_from_S1
	jacquin.julien@gmail.com

	
	
	Corrected_phenotypes_of_S0_inferred_from_S2
	jacquin.julien@gmail.com

	
	
	Corrected_phenotypes_of_S0_inferred_from_S3
	jacquin.julien@gmail.com

	
	
	Genotypes_S0
	jacquin.julien@gmail.com

	
	
	Index_of_selected_S0_in_P0
	jacquin.julien@gmail.com

	
	
	Phenotypes_S0
	jacquin.julien@gmail.com

	
	
	Total_genetic_values_S0
	jacquin.julien@gmail.com

	
	S1_data
	800 files containing the simulated phenotype of 8 S1 individual descendants of 800 S0, for four phenotypic traits
	jacquin.julien@gmail.com

	
	S2_data
	- 800 files containing the simulated phenotype of 8 S2 individual descendants of 800 S1, for four phenotypic traits
- 800 files containing the total genetic values of 8 individual S2 descendants from each of the 800 S1 
	jacquin.julien@gmail.com

	
	S3_data
	- 800 files containing the simulated phenotype of 8 S3 individual descendants of 800 S2, for four phenotypic traits
- 800 files containing the total genetic values of 8 individual S3 descendants from each of the 800 S2
	jacquin.julien@gmail.com

	
	S4_data
	- 800 files containing the simulated phenotype of 8 S4 individual descendants of 800 S3, for four phenotypic traits
- 800 files containing the total genetic values of 8 individual S4 descendants from each of the 800 S3
	jacquin.julien@gmail.com




